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A relationship between two polymorphisms (rsY£%. and rs\Aeof®e) and coronavirus (COVID-\4) in Iranian population
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Warning of the World Health Organization (WHO) indicates that novel coronavirus (COVID-14) is pandemic and causes
global concern. COVID-14 has acute respiratory symptoms which leads to die in many cases through the world. We
have found seven variants in Weo patients based on Next Generation Sequencing (NGS) which are related to infectious
disease. According to the databases, we confirmed that rsyY$%. and rsiAeofho have association with COVID-14 in the
.Iranian population
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