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The IGSF\, Wntoa, FGFIF, and ITPR\ Gene Expression and Prognosis Hallmark of Prostate Cancer
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Background: Prostate cancer is considered as the second leading cause of cancer related death in men worldwide
and the third frequent cancer among Iranian men. Despite the use of PSA as the only biomarker for early diagnosis of
prostate cancer, its application in clinical settings is under debate. Therefore, the introduction of new molecular
markers for early detection of prostate cancer is needed. Methods: In the present study we intended to evaluate the
expression of IGSF\, Wntoa, FGF\¥, and ITPR) in prostate cancer specimens by real time PCR. Biopsy samples of o
prostate cancer cases and ¥\ healthy Iranian men were compared to determine the relative gene expression of IGSF),
Whntoa, FGFI¥, and ITPR) by real time PCR. Results: Our results showed that Wntoa, FGF\F, and IGSF\ were
significantly overexpressed in the prostate cancer patients while the mean relative expression of ITPR\ showed a
significant decrease in PCa samples compared to healthy controls. Conclusions: According to results of the present
study, the combination panel of IGSF\, Wntda, FGF\f, and ITPR\ genes could be considered as potential genetic
markers for prostate cancer diagnosis. However further studies on larger populations and investigating the
.clinicopathological relevance of these genes is needed
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