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Urinary	tract	 infections	(UTIs)	are	known	as	one	of	the	most	important	 infections	around	the	world,	and	Escherichia
coli	 is	the	most	 important	cause	of	UTI.	Also,	the	empiric	treatment	and	misusing	of	antimicrobial	agents	has	led	to
increasing	multi-drug	resistance	around	the	world	which	is	a	worldwide	concern.	Extended-spectrum	beta-lactamase
(ESBLs)	is	an	enzyme	group	that	is	produced	by	the	Enterobacteriaceae	family.	The	three	main	ESBLs	enzyme	are	as
follow:	blaCTX-M,	blaTEM,	and	blaSHV,	additionally,	there	are	several	types	of	each	of	them	by	the	same	mechanism.
This	study	was	conducted	to	evaluate	the	prevalence	of	ESBL	genes	among	E.	coli	isolated	from	UTI	patients.	A	total
of	۱۰۵	isolates	were	collected	from	UTI	patients	at	two	hospitals	in	Mashhad	from	۲۰۱۷	to	۲۰۱۹.	Bacterial	identification
was	performed	by	standard	microbiologic	methods.	The	assessment	of	antimicrobial	susceptibility	was	accomplished
by	the	disk	diffusion	method.	The	presence	of	ESBL	genes	was	investigated	by	multiplex-PCR.	The	prevalence	of	UTI,
among	females,	was	identified	more	than	males.	Furthermore,	the	blaTEM	and	blaCTX-M	genes	were	detected	in	all
isolates,	but	only	six	isolates	(۵.۷%)	were	harboring	blaSHV.	The	considerable	role	of	E.	coli	in	UTI	infection,	as	well
as	 the	presence	of	ESBL	genes	 in	E.	 coli	 strains,	 emphasize	 the	need	 for	 surveillance	of	 antimicrobial	 therapy	 to

.prevent	the	extension	of	resistance	among	clinical	strains

: یدیلک 	 تاملک
Escherichia	coli,	ESBL,	Urinary	tract	infection,	Multiplex-PCR

: اکیلیویس 	 هاگیاپ 	 رد 	 هلاقم 	 تباث 	 کنیل
https://civilica.com/doc/1841848

https://civilica.com/doc/1841848



